Figure S2 related to figures 2 and 3. A) Serum insulin and B) blood glucose for WT and PPARγ2 KO mice refed a T=0 following an overnight fast. N= 10 WT and 6 KO mice. C) Fatty acid methyl ester analysis by GC-MS for WT and PPARγ2 KO mice. N= 8 per group KO Chow, 1day HFD WT and KO, N=7 per group, WT Chow, 1month HFD WT and KO. D) Palmitate uptake and incorporation into different lipid fractions during a euglycaemic hyperinsulinaemic clamp in subcutaneous white adipose tissues expressed as absolute levels per mg of tissue. Relationships between palmitate incorporation into different fractions showing E) Phospholipid (PL) against neutral lipid (NL) F) Free fatty acids (FFA) against NL N =6 per group. Gene expression analysed by real-time PCR in the liver of chow, 1dHFD or 1 month high-fat fed wild type and PPARγ2 KO mice for: G) Gluconeogenic markers H) Fatty acid oxidative markers I) Insulin sensitivity markers J) lipid biosynthetic genes K) lipid uptake genes N=8 per group except 1 month HFD, N=6. Western blots of protein isolated from the Liver of PPARγ2 KO mice; L) representative western blots and M) quantification. N=8 mice per group for pAKT/tAKT, n=4 per group for pP42/tP42. For multiple time points 2-way ANOVA was performed, if significant pairwise comparisons were performed by two-tailed students T-test, *P<0.05. For determining differences in relationships between NL and PL and FFAs and ANCOVA model was used and reported p-values are for genotype effects. *P<0.05. All data represented as mean ±SEM. 
